to identify novel resistance

Novel High-Resistance Canola Cultivar

Development to Clubroof

Score pathotype resistance

Development of high yielding clubroot resistant varieties of canola : for each source identified
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Main goals: :  Unique genomic locations
v Identify new genetic material and transfer from exotic species to common, accessible varieties ¢ were successfully mapped,
v Pyramiding and combining the most successful genes from multiple sources : and DNA markers were
v Introgression with speed and accuracy into common varieties for clients : developed
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